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Fusarium wilt, known as Panama disease, is one of the major constraints in banana production. The disease is caused by the soil-born fungus Fusarium
oxysporum f.sp. cubense (Foc) and has devastated banana plantations in almost every banana-growing country. A new strain of Foc, commonly known as
Tropical Race 4 (TR4), was first detected in Taiwan and disseminated throughout SE Asia since the 1990s and was recently reported in Jordan, Mozambique,
Oman, Pakistan and Lebanon. Indonesia is the center of origin for both wild and cultivated bananas that likely have co-evolved with Foc, hence we
hypothesize a wide Foc diversity throughout the country. We have recently established a comprehensive collection of 114 Foc isolates from three main
islands of Indonesia: Java, Kalimantan and Sumatera. We isolated Foc from the vascular tissue of banana plants showing wilting symptoms. As a
preliminary result we morphologically and molecularly characterized - using specific diagnostics - the obtained collection. Around 65% of the isolates
belong to TR4. Further extension of the collection and htp-genotyping will enable us to describe the Foc landscape in Indonesia.

Objectives Conclusions

We aim to explore the genetic diversity of Foc from different banana « Our collection currently comprises 114 Foc isolates from ~25
cultivars, in its center of origin, Indonesia, in order to understand the banana cultivars, 65% of the isolates are TR4.

genetic bases of its pathogenicity. - Using TEF-1a and rpb2 sequence data, we confirmed that the

obtained isolates belong to Foc.

 Phylogenetic inference support the view that Foc has a high

Methodology level of genetic diversity in Indonesia, form where it originates.

« Collections were conducted on three main Indonesian islands: Java,
Kalimantan and Sumatra.

 Fungi were isolated from the pseudostem of banana plants, having
fusarium wilt symptoms, onto KOMADA agar medium.

 PCR based diagnostic tools (Dita et al., 2010) were used to detect TR4
among the Foc isolates.

« Translation elongation factor 1a (TEF-1a) and RNA polymerase II second
largest subunit (rpb2) were used to assess the phylogenetic structure
within the Foc population collected.

Results
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Figure 1. Maximum Likelihood tree obtained from the combined sequence data sets of TEF-1a and
rpb2. Red colour indicates TR4. Bootstrap support values indicated at the nodes.
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